The pathway of CO2 reduction to methane in Methanogenium tationis and Methanogenium thermophilicum is similar to that observed in other methanogens. In M. tationis a novel pterin, tatiopterin, is present. This pterin appears to be a structural and functional analog of methanopterin and sarcinapterin. Folate could not substitute for tatiopterin.
Boiled cell extracts (BCE) were prepared as described by Keltjens et al. (9) . All assays were performed under anaerobic conditions at 40°C, 55°C, or 60°C by using cell extracts from M. tationis, M. thermophilicum, and Methanobacterium thermoautotrophicum, respectively.
Cell extracts from M. tationis and M. thermophilicum were tested for their ability to produce methane from different C1 substrates. The standard mixture for this assay contained 12 p.mol of TES buffer (pH 7.0), 0.5 i.mol of ATP, * Corresponding author. 5 ,umol of MgCl2, and 75 Il of cell extract (2 mg (80:20, vol/vol) atmosphere. The assays were initiated by incubation at the temperatures indicated above. Methane was quantified by gas chromatographic analysis (7) .
To test cross-reactivity between the enzyme system of Methanobacterium thermoautotrophicum and the cofactors of the Methanogenium species, cofactor-free cell extract from Methanobacterium thermoautotrophicum was tested for the ability to produce methane from formaldehyde as a C1 substrate under an H2 atmosphere in a standard assay mixture supplemented with 50 ,ul of BCE from Methanogenium species.
To determine the effect of a specific inhibitor on methanogenesis, bromoethanesulfonate was added to 40 ml of culture, at a final concentration of 250 ,uM, and methane production was measured.
Methylenetetrahydromethanopterin dehydrogenase (methylene-H4MPT-DH) was measured, as described before (2) Methylene-H4MPT reductase (methylene-H4MPT-RD) activity was measured by monitoring the formation of methenyl-H4MPT from methyl-H4MPT in a mixture as described above for the methylene-H4MPT-DH assay, except that 50 ,ug of protein was used and the reaction was started by adding 50 ,umol of methyl-H4MPT instead of H4MPT. The formation of methenyl-H4MPT and the reduction of coenzyme F420 were monitored spectrophotometrically at 335 and 401 nm, respectively.
Methylenetetrahydrofolate dehydrogenase (methylene-THF-DH) and methylenetetrahydrofolate reductase (methylene-THF-RD) activities were measured in mixtures as described above for the measurement of methylene-H4MPT-DH and methylene-H4MPT-RD activities, with tetrahydrofolate derivatives instead of H4MPT derivatives. Aside from Our data strongly support a similar pathway of CO2 reduction to methane in M. tationis and M. thermophilicum with respect to other methanogens. The novel tatiopterin has the same function as methanopterin and sarcinapterin. Obviously, the proton at the 7-position of the pterin chromophore does not change the biological activity of the pterin molecule in the reactions described above. 
